Both Miller-Dieker syndrome and isolated lissencephaly sequence are associated with classical lissencephaly. Both have been shown to be associated with deletions and mutations in LIS1 on 17p.
Results
The first pattern profile divides the 25 subjects with isolated lissencephaly sequence into three age groups: 6 months to 4 years, 4 to 9 years, and 9 to 16 years ( fig 4) . There is clear similarity of patterns, which is validated by the high Figure 3 Craniofacial measurements used in this study. while depths and heights are smaller than average. Nose and mouth widths are greater than normal, and those dimensions are particularly significant when taken in the context of small head size. Inner canthal distances are greater than normal, whereas outer canthal distances are reduced, suggesting short palpebral fissure length. As age increases, maxillary and mandibular dimensions (width, depth, and arc) become closer to the mean, and some exceed the mean. In the youngest group, under 4 years, the face is wide and short, but it becomes more oval with age. The second pattern profile shows the unexpected similarities between Miller-Dieker syndrome and isolated lissencephaly sequence ( fig 5) . The age group representing 6 months to 4 years is chosen since all but one MDS patients are less than 4 years old. Statistical evaluation of the two patterns shows a correlation coefficient of 0.812 (p<0.001) emphasising this striking concordance. In general, the patients with MDS have brachycephaly rather than a round head, a slightly wider face (first five dimensions of the profile), larger depths, maxillary and mandibular arcs, and broader nasal base and mouth. Nasal height is considerably shorter and eyes are more widely spaced. 
